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Abstract; Bombyx mori diapause hormone (DH) bonds with diapause hormone receptors (BmDHR) to regulate
downstream genes at its signal passway. In the pupal stage of bivoltine silkworm B. mori, the enzyme activity of
trehalase is enhanced by diapause signal on the membrane of ovaries. To validate the regulation function of Bm-
DHR on Bombyx mori trehalase gene ( Bmire) , we constructed 4 different BmDHR expression plasmids driven by
ie — 1 promoter by using pcDNA3. 1 vector, pcDNA —iel — Bmdhrl, pcDNA - iel — Bmdhr3, pcDNA - iel —
Bmdhrd and pcDNA - iel — Bmdhr5, and a report plasmid p3Z — Bmire — luc with a luciferase gene driven by
Bmire promoter. Then BmN cells delivered from the ovary of B. mori were co — transfected respectively with above
one BmDHR expression plasmid or different Mole ratio of BnDHR —1/BmDHR -5, and reported plasmid medi-
ated by lipofectin. The effects of BmDHR on the Bmire promoter activity were detected respectively. The results
showed that BmDHR -1, BmDHR -3, BmDHR -4 and BmDHR -5 increased the activity of Bmire promoter
independently. Different ratios of BmDHR —1/BmDHR -5 (1:3, 1:1 and 3:1) also increased Bmire promoter
activity. These results indicate that BmDHRSs can up-regulate the expression of downstream gene Bmire at its sig-
nal passway.
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