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BmCOX2 GAATTCCGACTATTAGATGTAGATAATCGTATTATTTTACCAATAAACAACCAAATTCGAATTATAATT
DraCOX2 GGATTTCGATTATTAGATGTTGATAACCGAGTAGTTTTACCTATAAACTCACARATTCGAATTTTAGTA

ACAGCAACCGATGTAATTCATTCATGAACAATTCCTTCATTAGGTGTTAAAGT TGATGCTAATCCAGGTCGATTAAA
ACAGCTGCTGATGT TATTCATTCTTGAACAGTACCTGCTTTAGGAGTAAARGTTGACGGTACACCTGGACGATTAAA

TCARACAAACTTCTTTATTAATCGACCTGGAATTTTTTTTGGTCAATGTTCAGAAATTTGTGGAGCTAATCATAGTT
TCAAACTAATTTTTTTATTAATCGACCGGGTTTATT T TATGGTCAATGTTCAGAAATCTGT GGGGCTAATCATAGAT

TTATACCTATTGTAATTGAAAGTATTTCAATCAAAAACTTTATTAATTGAAT TAATAACTACTCATCAT
TTATACCGATTGTAATTGAAAGTGTTCCTGTAAATTACTTTATTAAATGAATT TCTAGAAATAACTCTT

3 mtDNA COX2 mtDNA COX2
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BmCOXZ2 EFRLLDVDNRIILPMNNQIRIMITATDVIHSWIIPSLGVKVDANPGRLN
DmCOX2 GFRLLDVDNRVVLPMNSQIRILVTAADVIHSWIVPALGVKVDGTPGRLN

QTNFFINRPGIFFGQCSEICGANHSFMPIVIESISIKNFINWINNYSS
QTNFFINRPGLFYGQCSEICGANHSFMPIVIESVPVNYFIKWISSNNS

4 mtODNA COX2 mtDNA COX2

BrtRNA-Lys: CATTAGATGACTGAAAGCAAGTAATGGTCTCTIAAACCATTTTATAGTAATTTAGCARCTACTTCTAATGA
DtRNA-Lys: CATTAGATGACTGAAAGCAAGTACTGGTCTCTTAAACCATTTAATAGTAAATTAGCACTTACTTCTARTGA

BEmtRNA-Asp: AAAGAATTAGTTAAATATATAACT TAAATATGTCARAT T TARATTATTACAAAAGTAATATTCTTTT
DtRNA-Asp: AARAANTTAGT TAAAATCATAACATTAGTATGTCAARCTARAATTATTAAATAATTARTATTTTTTA

5 mDNA tRNA-Lys. tRNA- Asp
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CTT GTC
a. tRNA-Lys b. tRNA-Asp

6 mtDNA  tRNA-Lys, tRNA-Asp —
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BmATP8 ATACCTCAAATAATACCTATTAATTGAATTTTTTTCTTATTTTTTTTTATTTGCATTTTT
DmATP8 ATTCCACAAATAGCACCTATTAGATGATTATTATTATTTATTATTTTTTCTATTACATTT

TTAATTTTTAATATCATAAATTACTTCATTTATGAAAAAAAAATACATCTTATTAATAAA
ATTTTATTTTGTTCTATTAACTATTATTCTTATATACCAAATTCACCTAAATCTAATGAA

TTTAACCAAAAAAAAAAATTAACTTTTAATTGAAAATGATAA
TTAAAAAATATCAACTTAAATTCAATAAATTGAAAATGATAA

BmATP6 ATGATAACAAACTTATTTTCTATTTTTGACCATCAACAAATTTAATAAATTACCAATAAA
DmATP6 ATGATAACAAATTTATTTTCTGTATTCGACCCCTTAGCTATTTTTAATTTTTCACTTAAT

TTGAATTAGAACAATTTAGGATTATTATTATTCCGATAGATTTGGATTAATCCCAAATCG
TGATTAAGAACATTTTTAGGACTTTTAATAATTCCGTCAATTTATTGATTAATACCTTCT

ACATTTATTATATGAAATTCATTCAAAAAATT -
CGTTACAATATTATATGAAATTCAATTTTATT ---

7 mtDNA ATP8. ATP6( ) mtDNA ATPS. ATP6
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Cloning and Sequence Alignment of EcoRI 1.9kb Fragment
of Silkworm Mitochondrial DNA

Shen Xingjia Zhao Qiaoling Zhang Zhifang Li Yiren He Jialu

(Key Laboratory of Silkworm Biotechnology , Ministry of Agriculture , Sericultural
Research Institute, Chinese Aaademy of Agriaultural Sciences, Zhenjiang 212018 )

Abstract Mitochondria DNA (mtDNA ) extracted fiom bivoltine silkwom pupae was digested
by EoR 1 into five restriction fragments, of which the 1.9kb fragment was cloned and sequenced.
The results showed that this cloned fragment wntains complete genes of tRNA-Lys, tRNA-Asp, ATP
synthase FO subunit 8, and partial genes of cytochrome C oxidase subunit 2 and ATP synthase FO
subunit 6. And the homology of these genes were compared with that of fruitfly, Drosgphila melan -
gaster mtDNA, and the amino acid sequence as well. Moreover, the possible secondary structures of
tRNA-Lys and tRNA-Asp were deduced.
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