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BmCythb GAATTCAATTTTATCCAATTAATCAAATTATTTTTTGAATATTCTTAGTAATTATAATTTTATTA
DmCytb GGATTCAATTTTATCCTATTAATCAAGTAATATTCTGATCTATATTAGTAACAGTAATTTTATTA

ACATGAATCGGAGCCCGACCTGTAGAARATCCATATATTATTACAGGACAATTATTAACAATTATATATTTTTT
ACTTGAATTGGAGCTCGACCAGTTGAAGAACCTTATGTATTAATTGGACAAATTTTAACTGTTGTATATTTCTT

ATATTTTTTTTTAAATCCAATTATCGGAATATACTGAGATAARAATTTTATTTAATAARAARAAATAR
ATATTATTTAGTARACCCATTAATTACAARAATGATGAGATAATTTATTA---AAT~~—-———~~ TAA

HESE R ERITF:
BmCytb IQFYPINQIIFWMFLVIMILLTWIGARPVENPYIITGQLLTIMYFLYFFLNPTIGMYWDKILENKKK

DmCytb IQFYPINQVMFWSMLVTVILLTWIGARPVEEPYVLIGQILTVVYFLYYLVNPLITKWWDNLL N

2 mDNA Cyrb

Bm tRNA-Ser
AATTAATGAGCTTGTTATAAGCATTTGTTTTGAAAGCTTAAGAAAGAAT—AATCATTCTATTAATTT

DmtRNA-ser
3’ 3'
5 T 5! T
A T A T
G C A T
T A T A
T A T A
A T A T
A T TA A T CT
T A T A G T A a A
GTTCGAG TCTT T T TTCGAG TCTT A
A T T T
A AAGCA AGAT T A AAGCA AGAA A
T T A A A T T A A A
A T G A T T G
T A T T
G C G C
T A T G
T A T A
T A T A
TGA TGA
a. DmtRNA-Ser b. BmtRNA-Ser
3 mtDNA tRNA- Ser( UCA)

mtDNA
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BmND1  GCTGAAACAAATCGAACTCCTTTTGATTTTGCTGAAGGTGAAAGRAGAGTTAGTTTCTGGATTTAAT
DmND1  GCTGAAAGTAATCGGAATCCTTTTGATTTTGCTGAAGGAGARTCAGAATTAGT TTCAGGATTTAAT

ATTGAATATAGAAGAGGGGGATTTGCTTTAATTTTTTTGGCTGAATATTCAAGTATTTTATTTATAAGAATGA

GTAGAATATAGAAGAGGGGGTTTGGCTTTAATTTT TATAGCTGAATATGCGAGAATTTTAT TTATAAGAATAT

TTTTAGTTATTATAAATATGGGCGGTTATAATTTAAGAT T TTTTTTTTATTTAAAAT TAAGATTAATTTCTTT

TATTTTGCGTTATTTTTTTACCTTGTGATGTGTTTAATTTATTAAT T TATATAAAATTAACTTTTATTTGTTT

TTTATTTATTTGAGTTCGTGGTACTTTACCTCGTTATCGTTATGATAAGTTAATATATT TAGCTTGARAARAGA

TGTTTTTATTTGAGTTCGAGGAACTTTACCTCGATTTCGT TATGATAAATTAATATAT TTAGCTTGARAATGT

TATTTACCTATTTCATTARATTATTTATTATTATTTTTAGGCTTAAAATTTTATT TATTT

TAA

TTTTTATCTTTTTCTTTAAATTATTTAT TATTT TTTATTGGGT TTAAARTTTTATTATT TTCTTTATTATAG

AETNRTPFDFAEGESELVSGFNIEYSSGGFALIFLAEYSSICFMSMILV IMNMGGYNLSFFF
AETNRNPFDFAEGESELVSGFNVEYSSGGLALIFMAEYASILFMSMLFCVIFLPCDVENLLI

YLKLSLISFLFIWVRGTLPRYRYDKLMYLAWKSYLPISLNYLLLFLGLKFYLF

YMKLTFISFVFIWVRGTLPRFRYDKLMY LAWKCFLSFSLMYLLFFIDFKILLFSLL
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Cloning and Sequenceing Analyses of EcoR]1 2. 0kb Fragment
of Silkworm Mitochondrial Genome

Shen Xingjia Zhao Qiaoling Zhang Zhifang * Li Yiren He Jialu

(Key Laboratory of Sillworm Biotechnology, Ministry of Agriculture, The Sericultural Research
Institute, Chinese Academy of Agricultural Sciences, Zhenjiang — 212018)

Abstract In this study, EcoR I 2. Okb fragment of mitochondrial genome DNA (mtDNA) of
silkwomn was cloned and sequenced . The results showed that this cloned fragment contains the com-
plete gene of tRNA-Ser, partial sequences of oxido-reductas NADH subunit I gene and cytochrome
oxidase subunit b gene. The homologies of these genes were compared with that of fruitfly, Drosgphila
melanogaster miDNA. The amino acid sequences were deduced according to the mitochondrial codon

of invertebrate as well.
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